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Figure S7: Normalized gene expression heatmap for differentially expressed genes between R and NR
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Figure S10: The complete version of enriched pathways in R and NR when comparing baseline and on-
treatment samples. Stars indiate a significant enrichment (fdr < 0.05). While majority of significant pathways
showed similar direction in both R and NR, metabolism related pathways such as bile acid metabolism were
changed in opposite direction in R and NR.
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direction (Reverse) are shown.
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Figure S13: Comparison of lymphocyte and non-lymphocyte Danaher cell scores between R and NR. Non-
lymphocyte score is calculated as the average Danaher scores of DC, macrophages, mast cells and neutrophils.
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Figure S15: Linear regression models for our findings to account for extrahepatic spread and multiple liver
tumors. While mostly extrahepatic spread or multiple liver lesion variable is not significantly associated
with the biomarker, response variable remains significant.
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Figure S16: Kaplan Meier plots using progression-free survival for significant biomarkers (n=16). Continious
variables were categorized as high and low based on the mean value across all patients.
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Figure S17: Kaplan Meier plots using overall survival for significant biomarkers (n=16). Continious variables
were categorized as high and low based on the mean value across all patients.
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