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WHAT IS ALREADY KNOWN ON THIS TOPIC
⇒⇒ Chronic inflammation such as inflammatory bowel 
disease (IBD) increases the risk of colorectal cancer 
in mice and humans.

⇒⇒ The gut microbiota significantly regulates inflamma-
tion, thereby altering the risk or progression of can-
cer. However, the exact mechanism by which the gut 
microbiota and its metabolites influence colorectal 
tumorigenesis remains unclear.

WHAT THIS STUDY ADDS
⇒⇒ Indole-3-acetic acid (IAA), a tryptophan metabolite 
of Lactobacillus reuteri, inhibits the development of 
colitis cancer.

⇒⇒ IAA producing L. reuteri induces interleukin-35 
production in macrophages, T cells and B cells, 
alleviates colitis symptoms and inhibits colon 
tumorigenesis.

⇒⇒ The level of IAA in peripheral blood of patients with 
colorectal cancer is lower.

HOW THIS STUDY MIGHT AFFECT RESEARCH, 
PRACTICE OR POLICY

⇒⇒ IAA derived from gut microbiota can inhibit tumor-
igenesis, suggesting that IAA may be a preventive 
factor for colitis-related cancer.

Abstract
Background  Gut microbiota can significantly alter the 
risk or progression of cancer by maintaining gut immune 
system homeostasis. However, the exact mechanism by 
which the gut microbiota and its metabolites influence 
colorectal tumorigenesis is unclear.
Methods  The roles of tryptophan metabolite indole-3-
acetic acid (IAA) in inflammation and tumor development 
were investigated in dextran sodium sulfate (DSS) and 
azoxymethane (AOM)-DSS mouse models with or without 
IAA supplementation and with or without Lactobacillus 
reuteri-produced IAA. Pregnane X receptor (PXR) knockout 
(KO) mice and aryl hydrocarbon receptor KO mice were 
used to explore the mechanism by which IAA regulates 
interleukin (IL)-35 expression. IL-35+ immune cells 
were stimulated in vitro and analyzed by flow cytometry. 
Additionally, metabolites were analyzed by liquid 
chromatography-mass spectrometry.
Results  We found that IAA, a metabolite of tryptophan 
produced in the gut by L. reuteri, can inhibit the 
development of colitis by inducing IL-35 expression in 
immunosuppressant cells. HuREG3αIECtg mice had high 
levels of intestinal microbiota-derived IAA, and these mice 
were resistant to AOM-DSS-induced cancer. Patients with 
colorectal cancer also had low peripheral blood levels of 
IAA. Further studies revealed that IAA-producing L. reuteri 
alleviated colitis symptoms and inhibited colon tumors 
by inducing macrophages, T cells, and B cells to produce 
IL-35. Finally, PXR KO completely abolished the effects of 
IAA on immune cells.
Conclusion  We demonstrate that gut microbiota-derived 
IAA can improve the precancerous colon inflammatory 
environment through IL-35, thereby inhibiting 
tumorigenesis, suggesting that IAA may be a preventive 
factor for colitis-related cancers.

Background
Colorectal cancer (CRC) is a common 
malignancy of the gastrointestinal tract.1 
The etiology and pathogenesis of CRC2 are 
based mainly on the accumulation of known 
genetic mutations in the colon epithelial 
cell genome.3 However, there is growing 
evidence that chronic inflammation, such 

as inflammatory bowel disease (IBD), 
can increase the risk of CRC in mice and 
humans.3–6 In fact, many chronic inflamma-
tory diseases of the gastrointestinal tract are 
associated with an increased risk of tumors.7 
For example, chronic inflammation can 
accelerate the transformation of intestinal 
epithelial cells (IECs) into tumor cells.8 
Notably, the gut microbiota has been shown 
to play a key role in maintaining gut immune 
system homeostasis, which can significantly 
alter the risk for or progression of CRC.2 9–11 
However, the exact mechanism by which the 
gut microbiota and its metabolites influence 
colorectal tumorigenesis remains unclear.
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Chronic intestinal inflammation is regulated by the 
immune system. Different types of immunosuppres-
sive cells, such as tolerant macrophages, regulatory T 
cells (Tregs), regulatory B cells (Bregs), and cytokines, 
including interleukin-35 (IL-35), play key roles in main-
taining intestinal immune homeostasis. IL-35, a member 
of the IL-12 family, is a heterodimer composed of p35 (IL-
12A) and Ebi3 (Epstein-Barr virus inducible gene 3).12 It 
has shown strong immunosuppressive effects both in vivo 
and in vitro.12–14 IL-35 is expressed in macrophages, T 
cells, B cells and other immune cells and can promote the 
production of Tregs and anti-inflammatory M2 macro-
phages15 16 and hinder the differentiation of Th1 cells.17 18 
Notably, IL-35 can also directly promote self-expression 
in immune cells through certain receptors.19 20 Studies 
have shown that IL-35-producing Tregs and Bregs are key 
regulators of immunity during autoimmune and infec-
tious diseases.21–24 IL-35−/− (Ebi3−/− and p35−/−) mice have 
been shown to be more sensitive to colitis.25 26 Further-
more, prophylactic delivery of IL-35 by Lactococcus lactis 
improves dextran sodium sulfate (DSS)-induced colitis in 
mice.27 28

The gut microbiota, including bacteria, archaea, 
fungi, viruses and phages, contributes to the regulation 
of the host immune response and gut homeostasis.29 30 
For example, Akkermansia,31 Bifidobacterium,32 and Lacto-
bacillus33 are essential in the regulation of the intestinal 
immune response. Alterations in the gut microbiota 
have been found in many immune-related diseases, such 
as CRC.34 Indeed, the gut microbiota, and particularly 
its metabolites, has been shown to significantly affect 
cancer risk or progression.2 9 A lack of or reduction in 
health-beneficial bacteria, such as Lactobacillus, Clos-
tridium, Streptococcus, Streptococcus and Carnobacterium, has 
been reported in patients with CRC.35 36 Additionally, 
evidence has also indicated that Lactobacillus can be used 
clinically as a supplement for the prevention and treat-
ment of CRC to reduce the occurrence of this disease.37 
Experimental studies have shown that tryptophan (Trp) 
metabolism could play a role in the development of 
several chronic diseases, including CRC.38 Trp metab-
olites influence tumor growth and metastasis through 
multiple mechanisms, including immune evasion, angio-
genesis promotion, and drug resistance enhancement.39 
For example, Bifidobacterium breve-derived indole-3-lactic 
acid (ILA) can modulate colitis-associated tumori-
genesis by directing the differentiation of immature 
macrophages in the colon.40 In this study, we found that 
the serum levels of the Trp metabolite indole-3-acetic 
acid (IAA) were lower in patients with CRC. However, 
human REG3α transgenic (huREG3αIECtg) mice that are 
resistant to azoxymethane (AOM)-DSS-mediated colon 
cancer have increased serum IAA levels. Further studies 
demonstrated that gut microbiota-derived IAA could 
inhibit the occurrence of colorectal tumors by reducing 
the inflammatory response in the colon through IL-35+ 
cells. Thus, our data suggest that gut microbiota-
derived IAA improves the precancerous inflammatory 

colon environment through IL-35, thereby inhibiting 
tumorigenesis.

Methods
The reagents used in this study are listed in online supple-
mental table S1.

Mice
4–6 week-old male and female C57BL/6 mice were 
obtained from Nanjing Animal Center, Nanjing, China. 
Aryl hydrocarbon receptor (AhR) knockout (KO) mice 
were obtained from the Third Military Medical University, 
Chongqing, China, whereas pregnane X receptor (PXR) 
KO mice were obtained from the Chinese Academy of 
Inspection and Quarantine, Tianjin, China. We gener-
ated huREG4IECtg mice.41

HuREG3αIECtg mice were generated by Nanjing Animal 
Center. To generate gut epithelial cell transgenic (Tg) 
mice expressing human REG3α under the control of the 
HD5 promoter, human REG3α complementary DNA was 
subcloned and inserted into a vector containing two insu-
lators to block other regulatory functions. The Tg plasmid 
was digested, and the resulting fragment was injected 
into fertilized oocytes of C57BL/6J mice at the Nanjing 
Biomedical Research Institute of Nanjing University. The 
zygotes were subsequently transferred into the oviducts 
of pseudopregnant ICR female mice at 0.5 dpc. F0 mice 
were birthed 19~21 days after transplantation. There were 
no differences in the phenotypes of the huREG3αIECtg and 
control mice.

All the mice were bred and maintained under specific 
pathogen-free conditions at Nankai University. Exper-
iments were carried out using age-matched and sex-
matched mice. The procedures were conducted according 
to the Institutional Animal Care and Use Committee of 
the Model Animal Research Center.

Mouse models
DSS-induced colitis: Colitis was induced by DSS admin-
istration according to a previously reported method.42 
Briefly, mice (15 mice per group) received 2.5% (w/v) 
DSS in their drinking water for 7 days and were then 
given regular drinking water. The amount of DSS water 
consumed per animal was recorded, and no differences 
in intake between strains were observed. The mice were 
weighed every other day to determine the per cent 
weight change, which was calculated as follows: % weight 
change = (weight on day X − day 0 / weight on day 0) 
× 100. The animals were also monitored clinically for 
rectal bleeding, diarrhea, and general signs of morbidity, 
including a hunched posture and failure to groom. In the 
survival studies, the mice were followed for 12 days after 
DSS treatment. The Disease Activity Index (DAI) was 
calculated, and the histological evaluation was performed 
according to previously reported methods.43 44 Briefly, the 
DAI was calculated as the average of the combined score 
of stool consistency, bleeding and weight loss divided 
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by 3. Diarrhea was scored daily as follows: 0, normal; 2, 
loose stools; and 4, watery diarrhea. Blood in the stool 
was scored as follows: 0, normal; 2, slight bleeding; and 
4, gross bleeding. Weight loss was scored as follows: 0, 
none; 1, 1–5%; 2, 5–10%; 3, 10–15%; and 4, >15%. The 
colons were removed, flushed carefully with phosphate-
buffered saline (PBS), cut longitudinally and fixed flat in 
4% paraformaldehyde overnight. Representative colon 
tissues were embedded in paraffin for H&E staining. 
Histological analysis was carried out on H&E-stained 
colon tissues. Histological scoring was as follows: epithe-
lium (E): 0, normal morphology; 1, loss of goblet cells; 2, 
loss of goblet cells in large areas; 3, loss of crypts; 4, loss of 
crypts in large areas; and infiltration (I): 0, no infiltrate; 
1, infiltrate around the crypt bases; 2, infiltrate reaching 
the lamina (L) muscularis mucosae; 3, extensive infiltra-
tion reaching the L muscularis mucosae and thickening 
of the mucosa with abundant edema; and 4, infiltration of 
the L submucosa. The total histological score was calcu-
lated as E + I.

Induction of tumorigenesis: The tumorigenesis proce-
dure was performed according to a reported method.42 
Briefly, 7–8 week-old mice (15 mice per group) were 
injected with AOM dissolved in 0.9% NaCl intraperi-
toneally at a dose of 12.5 mg/kg body weight and then 
challenged with three cycles of 1.5% (w/v) DSS in the 
drinking water for 6 days. The first cycle began immedi-
ately after AOM injection, followed by a recovery period 
with normal drinking water for 2 weeks before the second 
cycle was initiated. 2 weeks after the final DSS treatment, 
the mice were sacrificed. All of the colon tumors analyses 
were conducted under a stereomicroscope.

Lactobacillus transplantation: Lactobacillus transplanta-
tion was performed according to a previously reported 
method.41 Briefly, Lactobacillus reuteri was cultured in MRS 
media and harvested in the exponential phase. The cells 
were subsequently centrifuged at 2,500×g for 4 min, after 
which the bacterial pellets were resuspended in sterile 
MRS media for animal feeding. 6–8 week-old antibiotics 
(ABX) mice were treated with pan-antibiotics (ampi-
cillin (A; 1 g/L, Sigma), vancomycin (V; 0.5 g/L, Sigma), 
neomycin sulfate (N; 1 g/L, Sigma), and metronidazole 
(M; 1 g/L, Sigma)) via their drinking water, which was 
changed every 3 days. Stool was collected from antibiotic-
treated and untreated mice and cultured under anaerobic 
and aerobic conditions to confirm bacterial elimination. 
Then, 1×109 bacteria were suspended in 1 mL of PBS with 
30% glycerol. The mice were removed from the isolator 
and orally administered 200 mL of the glycerol stock 
containing bacteria (2×108).

In vivo administration of IAA: Mice were treated by 
oral gavage with IAA sodium salt (500 mg/kg) dissolved 
in PBS every day for seven consecutive days, after which 
other experiments were performed.

In vivo administration of neutralizing antibodies: 100 
µL of neutralizing anti-IL-35 blocking antibody (100 
µg/mL) or rIL-35 (2.5 µg/mL) suspended in PBS was 
injected subcutaneously into the mice at the indicated 

times. In addition, control group mice were injected with 
an isotypic antibody (IgG1, 100 µg/mL).45

Preparation of chimeric mice: Recipient mice were irra-
diated with a single dose of 8 Gy of irradiation using a 
Shepherd Mark I cesium irradiator (J L Shepherd and 
Associates). Then, bone marrow cells (BMCs) collected 
from wild-type (WT) and PXR-KO mice46 were subse-
quently injected into the irradiated WT or PXR-KO recip-
ient mice (2×106 cells per mouse) via the tail vein.

Human samples
Blood samples from patients and healthy individuals (10 
mL) were obtained from Tianjin Union Medical Center 
and Tianjin First Central Hospital. Participants were 
recruited from the health screening centers of Tianjin 
Union Medical Center and Tianjin First Central Hospital. 
Patient information is shown in online supplemental 
table S2.

Ex vivo stimulation
For ex vivo stimulation, mouse spleen cells or BMCs were 
collected. The CD4+ T cells and CD19+ B cells were subse-
quently isolated from mouse spleens, whereas CD11b+ 
monocytes/macrophages were isolated from BMCs. The 
isolated cells were seeded into a 24-well plate (5×106 cells 
per well) and stimulated with IAA (100 µM), lipopolysac-
charide (LPS) (100 ng/mL), or IAA (100 µM) plus LPS 
(100 ng/mL).

Cell isolation and flow cytometry
Cell isolation and flow cytometry were performed 
according to previous protocols.41 Briefly, for lamina 
propria (LP) lymphocyte staining, the mice were euth-
anized with carbon dioxide, and then the colons were 
removed and transferred immediately to laboratory 
tissue paper soaked liberally in PBS (without calcium 
or magnesium at room temperature). The colons were 
then opened longitudinally and washed vigorously to 
remove the contents via agitation in a Petri dish filled 
with PBS. Fine forceps were used to gently squeeze out 
any remaining mucus, after which the colon tissues were 
cut into 1 cm pieces. The pieces were collected and trans-
ferred to a 50 mL centrifuge tube containing 30 mL of 
PBS supplemented with 10% fetal bovine serum (FBS) 
on ice. The samples were washed by adding 30 mL of 
prewarmed PBS, transferred to tubes containing 15 mL 
of 2 mM EDTA in PBS, and warmed to 37°C. The samples 
were then shaken vigorously by hand and placed in an 
orbital shaker for 15 min. After shaking, the samples 
were poured onto Nitex mesh and washed with unsup-
plemented PB. The colon pieces were subsequently 
transferred into 15 mL of digestion buffer (Dulbecco’s 
Modified Eagle Medium (DMEM) supplemented with 
5% FBS, 1 mg/mL collagenase IV (Sigma-Aldrich) and 
DNase I (Sigma-Aldrich)) for 40 min of incubation. After 
the digestion, enzyme activity was rapidly terminated by 
the addition of 35 mL of ice-cold DMEM. The digested 
tissues were filtered through a 40 mm filter, collected 
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and centrifuged at 400×g for 10 min at 4°C to pellet the 
isolated cells. The cells were resuspended in 10 mL of the 
40% fraction of a 40:80 Percoll gradient and overlaid on 
5 mL of the 80% fraction in a 15 mL Falcon tube. Percoll 
gradient separation was performed by centrifugation at 
1,800 rpm for 20 min at room temperature. LP lympho-
cytes were collected at the interphase of the Percoll 
gradient, washed, resuspended in medium, stained and 
analyzed by flow cytometry.

Different immune cell populations were washed with 
staining buffer containing PBS, 2% FBS, 1 mM EDTA and 
0.09% NaN3, and surface staining was performed with 
FITC-labeled, PE-labeled, APC-labeled, or PercP/Cy5.5-
labeled anti-CD45, CD4, CD11b, and CD19 antibodies 
before analysis with a FACScan flow cytometer.47 Dead 
cells were identified by 7-Amino-Actinomycin D staining.

For intracellular staining, the cells were cultured 
and stimulated for 6 hours with 50 ng/mL phorbol 
12-myristate 13-acetate and 1 µg/mL ionomycin in the 
presence of GolgiStop. After incubation, the cells were 
washed with PBS, fixed in Cytofix/Cytoperm, perme-
abilized with Perm/Wash buffer (BD Biosciences), and 
stained with FITC-conjugated, PE-conjugated, APC-
conjugated or PerCP/Cy5.5-conjugated anti-Ebi, p35, 
Foxp3 and IFN-γ antibodies. Dead cells were identified 
by 7-AAD staining.

Analysis of the gut microbiota
The gut microbiota analyses were performed according 
to a previous protocol.41 Briefly, the gut microbiota was 
analyzed by Majorbio Biotechnology Company (Shanghai, 
China) using primers that target the V3-V4 regions of 16S 
rRNA. Once PCR for each sample was completed, and the 
amplicons were purified using the QIAquick PCR purifi-
cation kit (Qiagen Valencia, California, USA), quantified, 
normalized, and then pooled in preparation for emul-
sion PCR followed by sequencing via titanium chemistry 
(Roche, Basel Switzerland) according to the manufactur-
er’s protocol. Operational taxonomic unit (OTU) anal-
ysis was performed as follows: sequences were processed 
(trimmed) using Mothur software and subsequently clus-
tered at 97% sequence identity using CD-HIT to generate 
OTUs, which were used to construct sample—OTU count 
matrices. The samples were clustered at the genus and 
OTU levels using the sample—genus and sample—OTU 
count matrices, respectively. For each cluster, Morisita-
Horn dissimilarity was used to compute a sample distance 
matrix from the initial count matrix, and the distance 
matrix was subsequently used for hierarchical clustering 
using Ward’s minimum variance method. The Wilcoxon 
rank-sum test was used to identify OTUs that were differ-
entially abundant among the different sample groups.

Liquid chromatography-tandem mass spectrometry
Peripheral blood was drawn from patients and healthy 
individuals at the indicated time points for serum metab-
olite measurements. The blood was allowed to clot for 30 
min and then centrifuged (1,000×g) for 10 min and stored 

at −20°C. Serum was diluted and used. The samples were 
subjected to liquid chromatography-tandem mass spec-
trometry (LC-MS/MS) analysis according to our previ-
ously reported method.41 Kyoto Encyclopedia of Genes 
and Genomes (KEGG) (http://www.genome.jp/kegg/) 
and MetaboAnalyst (http://www.metaboanalyst.ca/) 
were subsequently used for pathway enrichment analysis.

Statistical analyses
Unpaired Student’s test and two-way analysis of variance 
test were used to determine significance. The statistical 
significance of the survival curves was estimated using 
the log-rank (Mantel-Cox) test. A 95% CI was considered 
significant.

Results
HuREG3αIECtg mice are resistant to AOM-DSS-mediated colitis 
cancer
Human C-type lectin regenerating family member 3α 
(REG3α) is present in the mucosa of the intestine and 
colon48 49 and can be detected in the colonic deep crypt 
regions.48 Previous studies showed that human REG3α 
could control inflammation in mice with colitis on intes-
tinal administration.50 However, recent studies have also 
shown that patients with IBD secrete higher levels of 
REG3 protein.51 To further determine the role of REG3α 
derived from human intestinal epithelial cells in colitis, 
we constructed human REG3α intestinal epithelial cell 
transgenic (huREG3αIECtg) mice. Compared with the 
control group, these huREG3αIECtg mice presented signif-
icant resistance to DSS-induced colitis (figure  1A–F), 
which was consistent with previous results.50 Indeed, 
after 7 days of exposure to 2.5% DSS in the drinking 
water, the huREG3αIECtg mice had increased survival 
rates, greater body weights, lower DAIs and longer colon 
lengths (figure 1B–E), indicating less inflammation. H&E 
staining also revealed that huREG3αIECtg colon sections 
presented less inflammatory infiltration and lower histo-
logical scores (figure 1F). Interestingly, huREG3αIECtg mice 
are similar to huREG4IECtg mice (figure 1B–F), which have 
been shown to resist inflammation, in terms of sensitivity 
to DSS-induced colitis.44

Chronic inflammatory disorders of the gastrointestinal 
tract are associated with increased neoplastic risk.7 Such 
conditions can accelerate the transformation of IECs into 
tumor cells.8 We next used huREG3αIECtg mice to investi-
gate whether REG3α in human gut epithelial cells affects 
the occurrence and development of colitis-associated 
carcinomas by establishing an AOM-DSS model.52 
HuREG3αIECtg and control mice were injected with AOM 
and then challenged with DSS. Interestingly, huREG3αIECtg 
mice effectively resisted colon cancer occurrence and 
development (figure  1G–J). The huREG3αIECtg mice not 
only had a higher survival rate (figure 1H) but also fewer 
tumors than the control mice did (figure 1I,J). Notably, 
similar resistance to AOM-DSS-mediated colitis cancer 
was detected in huREG3αIECtg mice and huREG4IECtg mice 
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Figure 1  HuREG3αIECtg mice are resistant to AOM-DSS-mediated colitis carcinoma. (A) Schematic diagram of DSS-induced 
colitis model in huREG3αIECtg (REG3atg), huREG4IECtg (REG4tg) and their control (WT) mice. Mice were exposed to 2.5% 
DSS for 7 days, and followed by regular water for 3 days. (B) Survival rates of the mice in indicated groups, n=15 mice (7–8 
weeks, male)/group. (C–D) Body weight changes (C) and Disease Activity Index (D) in the indicated groups after DSS (WT, 
n=7; REG3atg, n=15; REG4tg, n=15). (E) Representative colon images and statistical analysis of colon length in the indicated 
groups (WT, n=7; REG3atg, n=15; REG4tg, n=15). (F) Representative H&E staining images and histological analysis of the colon 
tissues from the indicated groups (WT, n=7; REG3atg, n=15; REG4tg, n=15); scale bar=45 µm. (G) Schematic diagram of the 
experimental design for the AOM-DSS-induced colitis cancer model; After the initial AOM injection (12.5 mg/kg), three cycles 
of 1.5% DSS were administered to mice in drinking water. (H) Survival rates of the mice in indicated groups, n=15 mice (7–8 
weeks, male)/group. (I) Representative images and statistical analysis of colon tumor numbers in the indicated groups (WT, 
n=6; REG3atg, n=9; REG4tg, n=9). (J) Tumor size distribution in the indicated groups (WT, n=6; REG3atg, n=9; REG4tg, n=9). 
Error bars indicate mean±SD (C–E and I) or mean±SEM (F). Statistic test: two-way analysis of variance test (C and D); unpaired 
Student’s t-test (E–F and I); log-rank (Mantel-Cox) test (B and H); Fisher’s exact test (J). Data were representative of three 
experiments. AOM, azoxymethane; DSS, dextran sulfate sodium; WT, wild-type.
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(figure 1G–J). Thus, our data suggest that REG3α from 
human gut epithelial cells is involved in the development 
and occurrence of colitis-induced carcinoma.

Gut microbiota-derived IAA maintains gut homeostasis
The gut microbiota can be affected by gut epithelial cell-
derived bactericidal substances such as C-type lectins.50 
Deficiencies in intestinal C-type lectins can lead to 
dysbiosis of the gut microbiota to promote the develop-
ment of IBD.50 C-type lectins may bind to bacteria and 
induce damage to the bacterial cell wall53 and potentially 
affect the composition of the gut microbiota.54 Since 
huREG3αIECtg and huREG4IECtg mice exhibit similar resis-
tance to AOM-DSS-mediated colitis cancer, they may have 
a similar gut microbiota composition. Indeed, similar 
to huREG4IECtg mice,41 huREG3αIECtg mice presented 
changes in the composition of the gut microbiota, such 
as a markedly increased proportion of Lactobacillus 
(figure 2A).41 44 Since previous reports have shown that 
Lactobacillus can produce IAA,55 56 we detected the levels of 
IAA in huREG3αIECtg mice. There were increased levels of 
IAA not only in the colon stools but also in the peripheral 
blood of huREG3αIECtg mice, similar to huREG4IECtg mice, 
which also presented high levels of IAA44 (figure 2B,C). 
Thus, we next determined whether REG3α mediated 
resistance to DSS-mediated colitis through IAA. The mice 
were treated by oral gavage with IAA sodium salt dissolved 
in PBS every day for seven consecutive days and then fed 
2.5% DSS in the drinking water. The IAA-treated mice 
had higher survival rates, heavier body weights, lower 
DAIs and longer colon lengths (figure 2D–H), suggesting 
their resistance to DSS-induced colitis. H&E staining also 
revealed less inflammatory infiltration and lower histolog-
ical scores in the colon histological sections of these mice 
(figure 2I). Thus, gut microbiota-derived IAA can resist 
DSS-mediated colitis and play an important role in main-
taining gut homeostasis.

Gut microbiota-derived IAA promotes the generation of IL-35
We next analyzed the immune cells of the mice treated 
by oral gavage with IAA sodium salt. The data revealed 
not only high levels of IL-35 in colon tissues but also 
increased numbers of IL-35+ macrophages, IL-35+ B cells 
and IL-35+ CD4+ cells (figure 2J,L; online supplemental 
figure S1). Moreover, there was an increase in Tregs along 
with a reduction in Th1 cells (figure 2K; online supple-
mental figure S1). We next used the previously generated 
L. reuteri ΔiaaM strain, which cannot produce IAA, and L. 
reuteri,44 which can produce IAA, to further investigate 
how IAA affects IL-35 induction in immune cells. We 
observed increases in the IL-35 levels in colon tissues 
and peripheral blood and the numbers of IL-35+ macro-
phages, IL-35+ T cells and IL-35+ B cells in the colons of L. 
reuteri-treated mice, whereas L. reuteri ΔiaaM gavage did not 
produce these effects (figure 3A,C–E; online supplemental 
figure S1). IL-35 can promote the generation of Tregs 
and impede the differentiation of Th1 cells.17 Indeed, 
there was also an increase in the number of CD4+Foxp3+ 

Tregs and a reduction in the number of CD4+IFN-γ+ Th1 
cells in L. reuteri-treated mice but not in L. reuteri ΔiaaM-
treated mice (figure 3B; online supplemental figure S1). 
Notably, there were almost equal numbers of lactobacilli 
in the colonic contents of L. reuteri-treated and L. reuteri 
ΔiaaM-treated mice (figure  3F). The data also revealed 
increased resistance to DSS-mediated colitis in ABX mice 
treated with L. reuteri compared with those treated with 
L. reuteri ΔiaaM via gavage. Furthermore, after similar treat-
ments in ABX mice (treated with vancomycin, ampicillin, 
metronidazole, and neomycin), those mice gavaged with 
L. reuteri presented greater body weights, lower DAIs, 
longer colon lengths, less inflammatory infiltration and 
lower colon histological scores than those gavaged with 
L. reuteri ΔiaaM (figure 3G–L). Taken together, these find-
ings indicate that gut microbiota-derived IAA promotes 
gut homeostasis by promoting the generation of IL-35+ 
immune cells.

IL-35 suppresses colitis-associated tumorigenesis
We next investigated the effects of IL-35 on the occurrence 
and development of CRC. Previous studies have shown 
that IL-35 can promote the development of tumors.45 57 
However, few reports have also noted its contradictory 
role in cancer prevention.58 Thus, we employed recom-
binant mouse IL-35 (rmIL-35) and IL-35 neutralizing 
antibodies to further examine this phenomenon. We first 
determined whether IL-35 plays a role in the sensitivity of 
mice to DSS-induced colitis. The mice were injected with 
rmIL-35 or an anti-IL-35 neutralizing antibody before 
DSS ingestion, and the results showed that rIL-35 admin-
istration indeed reduced the sensitivity of the mice to 
DSS-induced colitis, as the survival rate, body weight and 
colon length were increased in these mice (figure 4A–F). 
However, IL-35 antibodies also increased the sensitivity 
of mice to DSS-mediated colitis (figure 4A–F), which is 
consistent with previous data.59

We next employed an AOM-DSS-mediated colitis 
cancer model to investigate the effects of IL-35 on the 
occurrence and development of colon carcinomas. The 
mice were injected with AOM, challenged with DSS, 
and injected with rmIL-35 or IL-35 antibodies. The 
data showed that rIL-35 could effectively prevent the 
occurrence and development of colon cancer, as rIL-
35-injected mice had a greater survival rate and fewer 
tumors than the control mice did (figure 4G–K), whereas 
the opposite results were observed in the IL-35 neutral-
izing antibody-injected mice (figure  4G–K). Notably, 
there was also a marked difference in the number of 
tumors in the rmIL-35 and IL-35 neutralizing antibody-
treated mice compared with the control mice. The rmIL-
35-treated mice had fewer tumors than the control mice 
did, whereas the IL-35 neutralizing antibody-treated mice 
had more (figure  4J). These results suggest that IL-35 
can inhibit the occurrence and progression of cancer 
mediated by AOM-DSS.
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Figure 2  Resistance of huREG3αIECtg mice to DSS-mediated colitis is through gut microbiota derived IAA. (A) 16S rRNA 
analyses of the gut microbiota in huREG3αIECtg (REG3a), huREG4IECtg (Reg4) and their control mice (WT); each sample was a 
pooled sample from six mice. (B and C) Analyses of the IAA contents in the stool (B) and serum (C) of the indicated groups. 
(D) Schematic diagram of the experimental design for determining the effect of IAA on DSS-mediated colitis. Mice were treated 
with IAA via gavage daily for 7 days before exposure to 2.5% DSS. (E) Survival rates of the mice treated with or without IAA, 
n=15 mice (7–8 weeks, male)/group. (F–G) Body weight changes (F) and Disease Activity Index (G) of the mice treated with IAA 
or PBS after DSS (PBS, n=7; IAA, n=10). (H) Representative colon images and statistical analysis of colon length in mice treated 
with IAA or PBS (WT, n=6; PBS, n=7; IAA, n=10). WT, control mice without DSS; (I) Representative H&E staining images and 
histological analysis of colon tissues from the mice treated with IAA or PBS (WT, n=6; PBS, n=7; IAA, n=10). WT, control mice 
without DSS; scale bar=45 µm. (J) Flow cytometry analyses of CD45+ F4/80+Ebi3+P35+ cells in the colon tissues of mice treated 
with IAA or PBS. (K) Flow cytometry analyses of CD45+CD4+IFN-γ+ cells in the colon tissues of mice treated with IAA or PBS. 
(L–M) Concentration of IL-35 (L) and IAA (M) in the stool of mice treated with IAA or PBS. Error bars indicate mean±SD (B, C, 
F–H and J–M) or mean±SEM (I). Statistic test: two-way analysis of variance test (F and G); unpaired Student’s t-test (B, C and 
H–M): log-rank (Mantel-Cox) test (E). Data were representative of three experiments. DSS, dextran sulfate sodium; IAA, indole-
3-acidic acid; IEC, intestinal epithelial cell; IFN, interferon; PBS, phosphate-buffered saline; WT, wild-type.
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Figure 3  Lactobacillus-derived IAA promotes IL-35 in immune cells. (A) Flow cytometry analyses of CD45+CD19+Ebi3+P35+, 
CD45+CD4+Ebi3+P35+ and CD45+F4/80+Ebi3+P35+ cells in the colon tissues of mice subjected to the indicated treatments. 
(B) Flow cytometry analyses of CD4+IFN-γ+ and CD4+Foxp3+ cells in the colon tissues of mice subjected to the indicated 
treatments. (C) Concentration of IL-35 in the stool of the indicated groups detected by ELISA. (D) Representative images 
of CD19+P35+, CD4+P35+ and F4/80+ P35+ cells in the colon tissues from indicated groups. Blue, DAPI. Scale bar=45 µm. 
(E) Concentration of IL-35 in the peripheral blood of the indicated groups. (F) Lactobacillus contents in the stool of the mice 
subjected to the indicated treatments. (G) Schematic diagram of the experimental design for evaluating the effects of IAA-
producing L. reu on DSS-induced colitis. Mice were treated with ABX and then with L. reuteri (L. reu) or L. reuteri ΔiaaM (Δiaam L. 
reu) gavage 3 days later (once every 3 days) for 7 days. After gavage, the mice were exposed to 2.5% DSS. (H) Survival rates 
of the indicated groups, n=15 mice (7–8 weeks, male)/group; (I–J) Body weight changes (I) and Disease Activity Index (DAI) 
(J) in the indicated groups (PBS, n=7; L. reu, n=12; Δiaam L. reu, n=8); (K) Representative colon images and statistical analysis 
of the colon length in the indicated groups (PBS, n=7; L. reu, n=12; Δiaam L. reu, n=8); (L) Representative H&E staining images 
and histological analysis of the colon tissues from indicated groups (PBS, n=7; L. reu, n=12; Δiaam L. reu, n=8). Scale bar=45 
µm. Error bars indicate mean±SD (A–C, E, F and I–K) or mean±SEM (L). Statistic test: two-way analysis of variance test (I–
J); unpaired Student’s t-test (A–C, E, F and K–L); log-rank (Mantel-Cox) test (H). Data were representative of three experiments. 
ABX, antibiotics; DAPI, 4', 6-diamidino-2-phenylindole; DSS, dextran sulfate sodium; IAA, indole-3-acidic acid; IFN, interferon; 
IL, interleukin; L. reu, Lactobacillus reuteri; PBS, phosphate-buffered saline; Δiaam L. reu, iaaM deleted Lactobacillus reuteri.
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Figure 4  IL-35 inhibits colitis-associated tumorigenesis. (A) Schematic diagram of the experimental design for detecting the 
effects of IL-35 on DSS-induced colitis. Mice were treated with rmIL-35/IL-35Ab and then exposed to 2.5% DSS. (B) Survival 
rates of mice treated with rmIL-35 or Ctr (control, PBS), n=15 mice (7–8 weeks, male)/group. (C) Body weight changes were 
measured and recorded in mice treated with rmIL-35 (n=10) or Ctr (control, PBS, n=7) after DSS. (D) Survival rates of the mice 
treated with IL-35Ab or Iso.Ab (isotypic control), n=15 mice (7–8 weeks, male)/group. (E) Body weight changes of the mice 
treated with IL-35Ab (n=5) or Iso. Ab (isotypic control, n=11). (F) Representative colon images and statistical analysis of colon 
length in mice treated with or without rmIL-35/IL35Ab (Ctr (control, PBS), n=7; rmIL-35, n=10; Iso.Ab (isotypic control), n=11; 
IL-35Ab, n=5). (G) Schematic diagram of the experimental design for detecting the effects of IL-35 on DSS-induced colitis 
carcinoma. Mice were treated with rmIL-35/IL-35Ab before being injected with AOM and exposed to DSS. (H and I) Survival 
rates in the mice treated with or without rmIL-35/IL-35Ab, n=15 mice (7–8 weeks, male)/group. (J) Representative images and 
statistical analysis of colon tumors in the mice treated with or without rmIL-35/IL-35Ab (Ctr (control, PBS), n=6; rmIL-35, n=11; 
Iso.Ab (isotypic control), n=8, IL-35Ab, n=5). (K) Tumor size distribution in the mice treated with or without rmIL-35/IL-35Ab 
(Ctr (control, PBS), n=6; rmIL-35, n=11; Iso.Ab (isotypic control), n=8, IL-35Ab, n=5). Error bars indicate mean±SD (C, E, F and 
J). Statistic test: two-way analysis of variance test (C and E); unpaired Student’s t-test (F and J); log-rank (Mantel-Cox) test (B, 
D, H and I); Fisher’s exact test (K). Data were representative of three experiments. ABX, antibiotics; AOM, azoxymethane; DSS, 
dextran sulfate sodium; IL, interleukin; PBS, phosphate-buffered saline; rmIL, recombinant mouse IL.

IAA affects IL-35 through PXR in macrophages
The increased numbers of IL-35+ macrophages, IL-35+ 
B cells and IL-35+ T cells in IAA-producing or IAA-
producing L. reuteri-treated mice suggested that IAA 
could induce the expression of IL-35 in these immune 

cells. Thus, we first isolated macrophages from bone 
marrow cells, and B cells and T cells from mouse spleens 
for co-culture with IAA. The data revealed that IAA alone 
slightly induced the expression of IL-35 in macrophages 
and B cells but not in T cells (figures 2B and 5A; online 
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Figure 5  IAA induces IL-35 in macrophages through PXR. (A–B) Concentration of IL-35 in the supernatants (A) of isolated 
monocytes/macrophages and flow cytometry of F4/80+Ebi3+P35+ cells (B) in isolated monocytes/macrophages after exposure 
to IAA (100 µM), LPS (100 ng/mL) or LPS (100 ng/mL)+IAA (100 µM) for 24 hours; medium, control. (C–D) Concentration of IL-35 
in the supernatants (C) of isolated monocytes/macrophages and flow cytometry of F4/80+Ebi3+ cells (D) in isolated monocytes/
macrophages from WT, PXR KO and AHR KO mice after exposure to LPS (100 ng/mL)+IAA (100 µM) for 24 hours; control, the 
supernatant of monocytes/macrophages without LPS+IAA treatment. (E) Flow cytometry analyses of CD45+F4/80+Ebi3+P35+, 
CD45+CD19+Ebi3+P35+ and CD45+CD4+Ebi3+P35+ cells in the PXR KO or control mice (WT) treated with or without L. reu 
gavage. (F) Flow cytometry analyses of CD45+CD4+IFN-γ+ and CD45+CD4+Foxp3+ cells in the PXR-KO or control mice (WT) 
treated with or without L. reu gavage. (G) Schematic diagram of the experimental design to evaluate L. reuteri treatment in a 
DSS-induced colitis mouse model. PXR-KO and WT mice were treated with ABX and then with L. reuteri (L. reu) or PBS gavage 
3 days later (once every 3 days) for 7 days. After L. reu gavage, mice were exposed to 2.5% DSS. (H) Survival rates in the 
PXR KO or WT mice treated with L. reu or PBS gavage, n=15 mice (7–8 weeks, male)/group. (I–J) Body weight changes (I) and 
Disease Activity Index (J) were measured and recorded in the indicated groups after DSS (WT+PBS, n=8; WT+L. reu, n=12; 
PXR KO+PBS, n=10; PXR KO+L. reu, n=10). (K) Representative colon images and statistical analysis of colon length in the 
indicated groups (WT+PBS, n=8; WT+L. reu, n=12; PXR KO+PBS, n=10; PXR KO+L. reu, n=10). (L) Representative H&E staining 
images and histological analysis of colon tissues from indicated groups (WT+PBS, n=8; WT+L. reu, n=12; PXR KO+PBS, n=10; 
PXR KO+L. reu, n=10); scale bar=45 µm. Error bars indicate mean±SD (A–F and I–K) or mean±SEM (L). Statistic test: two-way 
analysis of variance test (I–J); unpaired Student’s t-test (A–F and K–L), log-rank (Mantel-Cox) test (H); Ns, no significance. Data 
were representative of three experiments. ABX, antibiotics; DSS, dextran sulfate sodium; AHR, aryl hydrocarbon receptor; IAA, 
indole-3-acidic acid; IFN, interferon; IL, interleukin; KO, knockout; LPS, lipopolysaccharide; L. reu, Lactobacillus reuteri; PBS, 
phosphate-buffered saline; PXR, pregnane X receptor; WT, wild-type.
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supplemental figure S2). Previous reports have suggested 
that LPS, which is present in gram-negative bacteria in 
the gut, can induce the expression of IL-3541; thus, we 
added LPS to the co-culture. IAA together with LPS 
effectively induced IL-35 generation in macrophages 
(figure  5A,B). IAA combined with LPS also induced 
IL-35 in B cells (online supplemental figure S2), which 
is consistent with previous findings.41 However, IAA plus 
LPS did not induce IL-35 in T cells (online supplemental 
figure S2). The increased number of IL-35+ T cells in the 
colon tissues of IAA-treated mice could be due to the 
direct role of IL-35 in T cells, which can induce IL-35 
expression.19 20 IAA is a potent bioactive metabolite that 
activates the transcription factors PXR and AhR.60 We 
then isolated macrophages from the bone marrow of 
WT, AhR-KO and PXR-KO mice and then exposed them 
to IAA and LPS. The data revealed that AhR-KO macro-
phages and IAA and LPS cotreated macrophages did not 
significantly differ in terms of IL-35 expression, whereas 
IAA and LPS cotreated PXR-KO macrophages exhibited 
a marked difference in IL-35 expression (figure  5C,D), 
suggesting that PXR plays a critical role in mediating 
IL-35 expression in macrophages. We next used PXR-KO 
mice to examine the in vivo induction of IL-35+ immune 
cells. PXR-KO and WT mice were treated with IAA-
producing L. reuteri via gavage. The data revealed that L. 
reuteri effectively induced IL-35+ macrophages, B cells and 
T cells in WT mice but not in PXR-KO mice (figure 5E), 
suggesting that the induction of IL-35+ immune cells by 
IAA-producing L. reuteri is mediated by the transcription 
factor PXR, which is consistent with our previous data.41 
Moreover, there were also more Tregs and fewer Th1 cells 
in WT mice after gavage with IAA-producing L. reuteri 
than those in PXR-KO mice (figure  5F). We also used 
a DSS-induced colitis model to investigate the involve-
ment of the transcription factor PXR. WT mice gavaged 
with IAA-producing L. reuteri exhibited marked resis-
tance to DSS-mediated colitis compared with WT mice 
without IAA-producing L. reuteri gavage, whereas there 
was no difference in colitis resistance between PXR-KO 
mice gavaged with or without IAA-producing L. reuteri 
(figure 5G–L).

To eliminate the involvement of PXR in gut epithelial 
cells, we established a chimeric mouse model by trans-
planting BMCs. 4 weeks after BMCs were transplanted 
from CD45.2+ PXR-KO to CD45.1+ WT mice, markedly 
fewer IL-35+ macrophages, T cells and B cells were present 
in the colon tissues of PXR KO mice after IAA-producing L. 
reuteri gavage (online supplemental figure S3A), whereas 
there were no differences in WT mice transplanted 
with PXR-KO BMCs or PXR-KO mice transplanted with 
PXR-KO BMCs, suggesting that the induction of IL-35+ 
immune cells via IAA-producing L. reuteri occurs through 
the transcription factor PXR. Moreover, there were also 
more Tregs and fewer Th1 cells in PXR-KO mice trans-
planted with WT BMCs than in WT mice transplanted 
with PXR-KO BMCs (online supplemental figure S3B). 
In addition, WT BMC-transplanted PXR-KO mice were 

much more resistant to DSS-mediated colitis than PXR-KO 
BMC-transplanted WT mice were (online supplemental 
figure S3C–I), whereas there was no difference between 
PXR-KO BMC-transplanted WT mice and PXR-KO BMC-
transplanted PXR-KO mice (online supplemental figure 
S3C–I). Indeed, heavier body weights, lower DAIs, longer 
colon lengths, less inflammatory infiltration, and lower 
histological scores were detected in the colon histolog-
ical sections of PXR-KO mice receiving WT BMCs and 
L. reuteri gavage than in PXR-KO mice receiving PXR-KO 
BMCs. These results suggest that only PXR in immune 
cells is involved in the IAA-mediated induction of IL-35.

Gut microbiota-derived IAA suppresses colitis-associated 
tumorigenesis
Since L. reuteri-treated mice can induce IL-35 generation 
in immune cells via IAA, we also detected the effects of 
IAA-producing L. reuteri on the occurrence and develop-
ment of colitis cancer in these mice. The data revealed 
that L. reuteri-treated WT mice were less sensitive to AOM-
DSS-mediated colitis cancer than L. reuteri ΔiaaM-treated 
mice were. The survival rate was higher, and the number 
of tumors was less in the IAA-producing L. reuteri-treated 
mice than in the L. reuteri ΔiaaM-treated mice (figure 6A–D). 
Notably, there was a markedly increased level of IAA in L. 
reuteri-treated mice compared with that in L. reuteri ΔiaaM-
treated mice (figure 6E). Thus, IAA indeed can influence 
tumorigenesis.

We next investigated the effects of PXR-mediated 
IL-35+ immune cells on the occurrence and development 
of colitis cancer. The results revealed that WT BMC-
transplanted PXR-KO mice were much more resistant 
to AOM-DSS-mediated colon carcinoma than PXR-KO 
BMC-transplanted WT mice were after IAA-producing 
L. reuteri gavage, whereas there were no differences in 
PXR-KO BMC-transplanted WT mice and PXR-KO BMC-
transplanted PXR-KO mice or WT BMC-transplanted 
PXR-KO mice and WT BMC-transplanted WT mice 
(figure  6F–I). Additionally, there were more tumors in 
PXR-KO BMC-transplanted WT mice and PXR-KO BMC-
transplanted PXR-KO mice than in WT BMC-transplanted 
PXR-KO mice or WT BMC-transplanted WT mice after 
IAA-producing L. reuteri gavage (figure  6H,I). Taken 
together, these results suggest that gut microbe-derived 
IAA inhibits tumorigenesis through IL-35 in immune 
cells mediated by PXR.

Patients with colorectal carcinoma have decreased levels of 
IAA
Since gut microbiota-derived IAA can suppress colitis-
associated tumorigenesis, we also investigated the poten-
tial effects of IAA on human CRC. We collected samples 
from 43 patients with newly diagnosed CRC, 22 of which 
were diagnosed with lymph node metastatic CRC (CRC 
LNM) and 21 of which did not have lymph node metas-
tases (CRC), and 21 healthy controls and then detected 
the IAA levels in the serum through non-targeted metab-
olomics LC-MS/MS. The data revealed lower levels of not 
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Figure 6  IAA-producing L. reu inhibits tumorigenesis. (A) Schematic diagram of the experimental design for the AOM/DSS-
induced model in mice treated with IAA-producing L. reuteri. Mice were treated with ABX and then with L. reuteri (L. reu) or L. 
reuteri ΔiaaM (Δiaam L. reu) gavage or PBS (once every 3 days) 3 days later for 7 days. After gavage, mice were treated with AOM 
injection (12.5 mg/kg) and then exposed to three cycles of 1.5% DSS in drinking water. (B) Survival analysis of mice in indicated 
groups, n=15 mice (7–8 weeks, male)/group. (C) Representative images and statistical analysis of colon tumors from the 
indicated groups (PBS, n=5; L. reu, n=10; Δiaam L. reu, n=5). (D) Histogram showing size distribution of tumors in the indicated 
group (PBS, n=5; L. reu, n=10; Δiaam L. reu, n=5). (E) Concentration of IAA in the stool of the mice with indicated treatment; 
(F) schematic diagram of the experimental design for the AOM-DSS model in chimera mice. Mice received 8 Gy irradiation and 
then were followed by transplantation of BMCs via tail vein injection. After 4 weeks, mice were treated with ABX, and then with 
L. reu gavage (once every 3 days). After gavage, the mice were treated with AOM injection (12.5 mg/kg) and then exposed to 
three cycles of 1.5% DSS in drinking water. (G) Survival curves in the chimera mice treated with L. reu (+L. reu); n=15 mice (7–8 
weeks, male)/group. (H) Representative images and statistical analysis of colon tumors in the indicated groups (PXR→PXR, n=6; 
WT→PXR, n=12; PXR→WT, n=6; WT→WT, n=12). (I) Tumor size distribution in the chimera mice treated with L. reu (PXR→PXR, 
n=6; WT→PXR, n=12; PXR→WT, n=6; WT→WT, n=12). Error bars indicate mean±SD. Statistic test: unpaired Student’s t-test 
(C, E and H); log-rank (Mantel-Cox) test (B and G); Fisher’s exact test (D and I). Chimera mice: PXR→PXR, PXR KO BMCs were 
transplanted into irradiated PXR KO mice; WT→PXR, WT BMCs were transplanted into irradiated PXR KO mice; PXR→WT, PXR 
KO BMCs were transplanted into irradiated WT mice; WT→WT, WT BMCs were transplanted into irradiated WT mice. AOM, 
azoxymethane; BMC, bone marrow cell; DSS, dextran sulfate; IAA, indole-3-acidic acid; KO, knockout; L. reu, Lactobacillus 
reuteri; PBS, phosphate-buffered saline; PXR, pregnane X receptor; WT, wild-type; Δiaam L. reu, iaaM deleted Lactobacillus 
reuteri.

only Trp but also its metabolites, such as IAA and indole 
lactic acid, in the peripheral blood of patients with CRC, 
including both with and without CRC LNM, than in the 
controls (figure  7A–D; online supplemental figure S4). 

Notably, there were no differences in the levels of Trp 
and its metabolites, such as IAA and indole lactic acid, 
between patients with CRC with and without lymph 
node metastases (figure  7E,F), suggesting that Trp and 
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Figure 7  Patients with colorectal carcinoma have decreased levels of IAA. (A) Volcano plot illustrating the global metabolic 
alterations in the sera of patients with CRC (male, n=21) and healthy individuals (male, n=21). (B) Box plot comparing the serum 
levels of L-tryptophan, IAA and ILA between patients with CRC (male, n=21) and healthy individuals (male, n=21). (C) Volcano 
plot showing differentially abundant metabolites in the serum of patients with CRC LNM (male, n=22) compared with healthy 
individuals (male, n=21). (D) Box plot showing the concentrations of L-tryptophan, IAA and ILA in the sera of patients with CRC 
LNM (male, n=22) and healthy individuals (male, n=21). (E) Comparative analysis of differentially abundant metabolites between 
metastatic (male, n=22) and non-metastatic CRC (male, n=21). (F) Box plot showing the concentrations of L-tryptophan, IAA 
and ILA in the sera of patients with CRC LNM (male, n=22) and CRC (male, n=21). (G) KEGG analysis identified top pathways 
enriched with the differential metabolites in the sera of patients with CRC (male, n=21) and healthy individuals (male, n=21); 
the abscissa represents the number of annotated differentially abundant metabolites in the signaling pathway, and the ordinate 
represents the enriched KEGG metabolic pathway. (H) Bubble plot showing the differential metabolic pathways with importance 
in patients with CRC (male, n=21) and healthy individuals (male, n=21). The color and p value represent the enrichment degree, 
and the bubble size indicates the impact factor size of the pathway in the topological analysis. Error bars indicate mean±SD (B, 
D and F). Statistic test: unpaired Student’s t-test (B, D and F). CRC, colorectal carcinoma; CRC LNM, colorectal carcinoma with 
lymph node metastasis; IAA, indole-3-acidic acid; ILA, indolelactic acid; KEGG, Kyoto Encyclopedia of Genes and Genomes.
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its metabolites are not involved in the development of 
CRC. KEGG enrichment and metabolic pathway analyses 
revealed that Trp metabolism differed between patients 
with CRC and healthy individuals, as Trp metabolism 
was markedly lower in patients with CRC (figure 7G,H). 
Thus, the serum levels of Trp and its metabolites, such as 
IAA, are lower in patients with CRC.

Discussion
We found that gut microbiota-derived IAA inhibits the 
development of colitis-related cancers by reducing the 
inflammatory response in the colon. IAA can promote 
IL-35 production through IL-35+ macrophages, B cells 
and CD4+ T cells, which have strong immunosuppressive 
effects in vivo and in vitro.12–14 IL-35 acts widely on T cells, 
B cells, macrophages, dendritic cells and other immune 
cells,21 promotes the generation of Tregs and anti-
inflammatory M2 macrophages, and hinders the differ-
entiation of Th1 cells.15 16 Notably, patients with CRC 
have lower levels of Trp and its metabolite IAA, which 
may be one of the reasons why colorectal tumors develop. 
Indeed, huREG3αIECtg mice with relatively high IAA levels 
were resistant to AOM-DSS-induced cancer. Therefore, 
our data suggest that IAA could serve as a potential target 
for the prevention of colitis-associated cancers.

We demonstrate that combined administration of IAA 
and LPS can effectively induce IL-35 production in macro-
phages and IL-35+ B cells.41 However, IAA does not directly 
promote IL-35 production in CD4+ T cells. The increase 
in the number of IL-35+ T cells in the colon tissue of IAA-
treated mice may be due to the action of IL-35 on T cells, 
which induces IL-35 expression. Thus, IAA-producing L. 
reuteri promotes IL-35+ T cells in the colon tissues of mice, 
suggesting an autocrine cycle in which T cells produce 
IL-35.19 20 Notably, this cycle is important for maintaining 
intestinal homeostasis.

IAA-producing L. reuteri can inhibit colorectal tumor-
igenesis through IL-35-mediated anti-inflammatory 
effects. Previous studies have suggested that exoge-
nous IL-35 is also a potential therapeutic candidate to 
prevent the progression of IBD.61 IL-35−/− mice are more 
sensitive to colitis.25 26 Preventative delivery of IL-35 by 
Lactococcus lactis can ameliorate DSS-induced colitis in 
mice.27 28 IL-35-producing B cells could also alleviate IBD 
in a mouse model via STAT3 phosphorylation and intes-
tinal microbiota modification.62 A recent study in humans 
noted that serum IL-35 levels were significantly lower in 
patients with IBD than in healthy individuals.63 64 Multiple 
studies have also revealed that IL-35 plays an important 
role in the progression of various cancers, including lung 
cancer, hepatocellular carcinoma, breast cancer, pancre-
atic cancer, nasopharyngeal carcinoma, gastric cancer, 
renal cell carcinoma and CRC.58 65 Our results suggest 
that IL-35 can inhibit the occurrence and progression 
of colon cancer induced by AOM-DSS. All of these 
phenomena are likely derived from the anti-inflammatory 
effect of IL-35. Indeed, chronic inflammatory disorders 

of the gastrointestinal tract have been variably associated 
with increased neoplastic risk,7 and such disorders can 
accelerate the transformation of IECs into tumor cells.8

Gut microbiota-derived IAA inhibits the development 
of colitis-associated cancer. Interestingly, the data showed 
that patients with CRC had lower levels of the Trp metab-
olite IAA. Thus, IAA-producing Lactobacilli in the gut can 
potentially act as a preventive factor against CRC. Lacto-
bacillus species, such as L. reuteri,41 Lactobacillus murinus55 
and Lacticaseibacillus rhamnosus,66 can produce IAA. There 
is also clinical evidence of using Lactobacillus species as 
supplements for the prevention and treatment of CRC to 
reduce its onset or progression.37 Dietary and bacterial 
indoles (INDs) have also been shown to be promising 
therapeutic targets for carcinogenesis.67 In addition, 
Bacteroidetes, such as Bacteroides thetaiotaomicron, Bacteroides 
ovatus, Bacteroides fragilis, Bacteroides eggerthii, and Parabac-
teroides distasonis, and Firmicutes, such as Clostridium bart-
lettii and Eubacterium hallii, also produce IAA.68 These 
bacterial species could thus potentially be used to prevent 
colitis. Strategies that target Trp metabolism through 
specific enzyme inhibitors or customized drugs also hold 
considerable promise in improving therapeutic efficacy 
for digestive system tumors.

Many microbial intestinal catabolites of Trp, including 
IAA, IND, ILA, indole-3-acetamide, indole-3-acrylate, 
tryptamine, indole-3-pyruvate, indole-3-propionate (IPA), 
skatole, indole-3-ethanol, indole-3-aldehyde, and indole-
3-acetaldehyde, have been identified69 and shown to play 
crucial roles in shaping innate and adaptive immunity,70 
which in turn play important roles in determining the 
efficacy and prognosis of tumor immunotherapy.71 For 
example, supplementation with Lactobacillus johnsonii or 
the Trp metabolite IPA, enhances the efficacy of anti-
programmed cell death protein-1 tumor immunotherapy 
mediated by CD8+ T cells.72 Notably, these Trp metabo-
lites have different influences on the occurrence and 
development of tumors.39

X Rongcun Yang @RRCC

Contributors  RY designed the research and wrote the paper. JW and YH conducted 
in vivo and in vitro experiments. YY mainly conducted in vivo experiments. YZ 
offered assistance for the animal experiments. CX offered assistance for patient 
materials. All authors read and approved the final manuscript. RY is responsible for 
the overall content as the guarantor.

Funding  This research was supported by NSFC grants 91842302, 82271779, 
81901677, ISF-NSFC program 31461143010; CAMS Innovation Fund for Medical 
Science (CIFMS2017-12M-2-005).

Competing interests  None declared.

Patient consent for publication  Not applicable.

Ethics approval  This study was conducted with approval from the Institutional 
Review Board at Nankai University, Tianjin Union Medical Center and Tianjin First 
Central Hospital (No, No, NKUIRB2024004). Participants gave informed consent to 
participate in the study before taking part.

Provenance and peer review  Not commissioned; externally peer reviewed.

Data availability statement  Data are available upon reasonable request.

Supplemental material  This content has been supplied by the author(s). It has 
not been vetted by BMJ Publishing Group Limited (BMJ) and may not have been 
peer-reviewed. Any opinions or recommendations discussed are solely those 

P
ro

tected
 b

y co
p

yrig
h

t, in
clu

d
in

g
 fo

r u
ses related

 to
 text an

d
 d

ata m
in

in
g

, A
I train

in
g

, an
d

 sim
ilar tech

n
o

lo
g

ies. 
.

E
rasm

u
sh

o
g

esch
o

o
l

at D
ep

artm
en

t G
E

Z
-L

T
A

 
o

n
 M

ay 20, 2025
 

h
ttp

://jitc.b
m

j.co
m

/
D

o
w

n
lo

ad
ed

 fro
m

 
23 A

p
ril 2025. 

10.1136/jitc-2024-011155 o
n

 
J Im

m
u

n
o

th
er C

an
cer: first p

u
b

lish
ed

 as 

https://x.com/RRCC
http://jitc.bmj.com/


15Wang J, et al. J Immunother Cancer 2025;13:e011155. doi:10.1136/jitc-2024-011155

Open access

of the author(s) and are not endorsed by BMJ. BMJ disclaims all liability and 
responsibility arising from any reliance placed on the content. Where the content 
includes any translated material, BMJ does not warrant the accuracy and reliability 
of the translations (including but not limited to local regulations, clinical guidelines, 
terminology, drug names and drug dosages), and is not responsible for any error 
and/or omissions arising from translation and adaptation or otherwise.

Open access  This is an open access article distributed in accordance with the 
Creative Commons Attribution Non Commercial (CC BY-NC 4.0) license, which 
permits others to distribute, remix, adapt, build upon this work non-commercially, 
and license their derivative works on different terms, provided the original work is 
properly cited, appropriate credit is given, any changes made indicated, and the use 
is non-commercial. See http://creativecommons.org/licenses/by-nc/4.0/.

ORCID iD
Rongcun Yang http://orcid.org/0000-0002-5826-4493

References
	 1	 Akimoto N, Ugai T, Zhong R, et al. Rising incidence of early-

onset colorectal cancer - a call to action. Nat Rev Clin Oncol 
2021;18:230–43. 

	 2	 Li J, Zhang A-H, Wu F-F, et al. Alterations in the Gut Microbiota and 
Their Metabolites in Colorectal Cancer: Recent Progress and Future 
Prospects. Front Oncol 2022;12:841552. 

	 3	 Onfroy-Roy L, Hamel D, Malaquin L, et al. Colon Fibroblasts and 
Inflammation: Sparring Partners in Colorectal Cancer Initiation? 
Cancers (Basel) 2021;13:1749. 

	 4	 Shah SC, Itzkowitz SH. Colorectal Cancer in Inflammatory Bowel 
Disease: Mechanisms and Management. Gastroenterology 
2022;162:715–30. 

	 5	 Gros B, Kaplan GG. Ulcerative Colitis in Adults: A Review. JAMA 
2023;330:951–65. 

	 6	 Temby M, Boye TL, Hoang J, et al. Kinase Signaling in Colitis-
Associated Colon Cancer and Inflammatory Bowel Disease. 
Biomolecules 2023;13:1620. 

	 7	 Vanoli A, Parente P, Fassan M, et al. Gut inflammation and 
tumorigenesis: every site has a different tale to tell. Intern Emerg Med 
2023;18:2169–79. 

	 8	 Greten FR, Grivennikov SI. Inflammation and Cancer: Triggers, 
Mechanisms, and Consequences. Immunity 2019;51:27–41. 

	 9	 Fan X, Jin Y, Chen G, et al. Gut Microbiota Dysbiosis Drives the 
Development of Colorectal Cancer. Digestion 2021;102:508–15. 

	10	 Wang J, Zhu N, Su X, et al. Gut microbiota: A double-edged sword 
in immune checkpoint blockade immunotherapy against tumors. 
Cancer Lett 2024;582:216582. 

	11	 Su X, Gao Y, Yang R. Gut microbiota derived bile acid metabolites 
maintain the homeostasis of gut and systemic immunity. Front 
Immunol 2023;14:1127743. 

	12	 Devergne O, Birkenbach M, Kieff E. Epstein-Barr virus-induced gene 
3 and the p35 subunit of interleukin 12 form a novel heterodimeric 
hematopoietin. Proc Natl Acad Sci U S A 1997;94:12041–6. 

	13	 Bettini M, Castellaw AH, Lennon GP, et al. Prevention of autoimmune 
diabetes by ectopic pancreatic β-cell expression of interleukin-35. 
Diabetes 2012;61:1519–26. 

	14	 Huang C-H, Loo EX-L, Kuo I-C, et al. Airway inflammation and IgE 
production induced by dust mite allergen-specific memory/effector 
Th2 cell line can be effectively attenuated by IL-35. J Immunol 
2011;187:462–71. 

	15	 Zhang J, Lin Y, Li C, et al. IL-35 Decelerates the Inflammatory 
Process by Regulating Inflammatory Cytokine Secretion and M1/M2 
Macrophage Ratio in Psoriasis. J Immunol 2016;197:2131–44. 

	16	 Sawant DV, Yano H, Chikina M, et al. Adaptive plasticity of IL-10+ and 
IL-35+ Treg cells cooperatively promotes tumor T cell exhaustion. Nat 
Immunol 2019;20:724–35. 

	17	 Chen C, Xu H, Peng Y, et al. Elevation in the counts of IL-35-
producing B cells infiltrating into lung tissue in mycobacterial 
infection is associated with the downregulation of Th1/Th17 and 
upregulation of Foxp3+Treg. Sci Rep 2020;10:13212. 

	18	 Collison LW, Workman CJ, Kuo TT, et al. The inhibitory cytokine 
IL-35 contributes to regulatory T-cell function. Nature New Biol 
2007;450:566–9. 

	19	 Yi P, Yu W, Xiong Y, et al. IL-35: New Target for Immunotherapy 
Targeting the Tumor Microenvironment. Mol Cancer Ther 
2024;23:148–58. 

	20	 Ye C, Yano H, Workman CJ, et al. Interleukin-35: Structure, Function 
and Its Impact on Immune-Related Diseases. J Interferon Cytokine 
Res 2021;41:391–406. 

	21	 Wang R-X, Yu C-R, Dambuza IM, et al. Interleukin-35 induces 
regulatory B cells that suppress autoimmune disease. Nat Med 
2014;20:633–41. 

	22	 Collison LW, Chaturvedi V, Henderson AL, et al. IL-35-mediated 
induction of a potent regulatory T cell population. Nat Immunol 
2010;11:1093–101. 

	23	 Su L-C, Liu X-Y, Huang A-F, et al. Emerging role of IL-35 
in inflammatory autoimmune diseases. Autoimmun Rev 
2018;17:665–73. 

	24	 Shen P, Roch T, Lampropoulou V, et al. IL-35-producing B cells are 
critical regulators of immunity during autoimmune and infectious 
diseases. Nature New Biol 2014;507:366–70. 

	25	 Niedobitek G, Päzolt D, Teichmann M, et al. Frequent expression of 
the Epstein-Barr virus (EBV)-induced gene, EBI3, an IL-12 p40-
related cytokine, in Hodgkin and Reed-Sternberg cells. J Pathol 
2002;198:310–6. 

	26	 Nieuwenhuis EES, Neurath MF, Corazza N, et al. Disruption of T 
helper 2-immune responses in Epstein-Barr virus-induced gene 
3-deficient mice. Proc Natl Acad Sci U S A 2002;99:16951–6. 

	27	 Wang J, Tian M, Li W, et al. Preventative delivery of IL-35 by 
Lactococcus lactis ameliorates DSS-induced colitis in mice. Appl 
Microbiol Biotechnol 2019;103:7931–41. 

	28	 Sun X, Huang Y, Zhang Y-L, et al. Research advances of vasoactive 
intestinal peptide in the pathogenesis of ulcerative colitis by 
regulating interleukin-10 expression in regulatory B cells. World J 
Gastroenterol 2020;26:7593–602. 

	29	 Yang W, Cong Y. Gut microbiota-derived metabolites in the regulation 
of host immune responses and immune-related inflammatory 
diseases. Cell Mol Immunol 2021;18:866–77. 

	30	 Rooks MG, Garrett WS. Gut microbiota, metabolites and host 
immunity. Nat Rev Immunol 2016;16:341–52. 

	31	 Ansaldo E, Slayden LC, Ching KL, et al. Akkermansia muciniphila 
induces intestinal adaptive immune responses during homeostasis. 
Science 2019;364:1179–84. 

	32	 Henrick BM, Rodriguez L, Lakshmikanth T, et al. Bifidobacteria-
mediated immune system imprinting early in life. Cell 
2021;184:3884–98. 

	33	 Cervantes-Barragan L, Chai JN, Tianero MD, et al. Lactobacillus 
reuteri induces gut intraepithelial CD4+CD8αα+ T cells. Science 
2017;357:806–10. 

	34	 Wong SH, Yu J. Gut microbiota in colorectal cancer: mechanisms 
of action and clinical applications. Nat Rev Gastroenterol Hepatol 
2019;16:690–704. 

	35	 Xie W, Zhong Y-S, Li X-J, et al. Postbiotics in colorectal cancer: 
intervention mechanisms and perspectives. Front Microbiol 
2024;15:1360225. 

	36	 Janney A, Powrie F, Mann EH. Host–microbiota maladaptation in 
colorectal cancer. Nature New Biol 2020;585:509–17. 

	37	 Ghanavati R, Akbari A, Mohammadi F, et al. Lactobacillus 
species inhibitory effect on colorectal cancer progression through 
modulating the Wnt/β-catenin signaling pathway. Mol Cell Biochem 
2020;470:1–13. 

	38	 Papadimitriou N, Gunter MJ, Murphy N, et al. Circulating tryptophan 
metabolites and risk of colon cancer: Results from case-control and 
prospective cohort studies. Int J Cancer 2021;149:1659–69. 

	39	 Yu L, Lu J, Du W. Tryptophan metabolism in digestive system 
tumors: unraveling the pathways and implications. Cell Commun 
Signal 2024;22:174. 

	40	 Li Y, Li Q, Yuan R, et al. Bifidobacterium breve-derived indole-3-
lactic acid ameliorates colitis-associated tumorigenesis by directing 
the differentiation of immature colonic macrophages. Theranostics 
2024;14:2719–35. 

	41	 Su X, Zhang M, Qi H, et al. Gut microbiota-derived metabolite 
3-idoleacetic acid together with LPS induces IL-35+ B cell 
generation. Microbiome 2022;10:13. 

	42	 Cao S, Su X, Zeng B, et al. The Gut Epithelial Receptor LRRC19 
Promotes the Recruitment of Immune Cells and Gut Inflammation. 
Cell Rep 2016;14:695–707. 

	43	 Wei J, Zhang C, Gao Y, et al. Gut Epithelial-derived CXCL9 Maintains 
Gut Homeostasis Through Preventing Overgrown E. coli. J Crohns 
Colitis 2022;16:963–77. 

	44	 Qi H, Wei J, Gao Y, et al. Reg4 and complement factor D prevent the 
overgrowth of E. coli in the mouse gut. Commun Biol 2020;3:483. 

	45	 Turnis ME, Sawant DV, Szymczak-Workman AL, et al. Interleukin-35 
Limits Anti-Tumor Immunity. Immunity 2016;44:316–29. 

	46	 Shang W, Gao Y, Tang Z, et al. The Pseudogene Olfr29-ps1 Promotes 
the Suppressive Function and Differentiation of Monocytic MDSCs. 
Cancer Immunol Res 2019;7:813–27. 

	47	 Su X, Min S, Cao S, et al. LRRC19 expressed in the kidney induces 
TRAF2/6-mediated signals to prevent infection by uropathogenic 
bacteria. Nat Commun 2014;5:4434. 

P
ro

tected
 b

y co
p

yrig
h

t, in
clu

d
in

g
 fo

r u
ses related

 to
 text an

d
 d

ata m
in

in
g

, A
I train

in
g

, an
d

 sim
ilar tech

n
o

lo
g

ies. 
.

E
rasm

u
sh

o
g

esch
o

o
l

at D
ep

artm
en

t G
E

Z
-L

T
A

 
o

n
 M

ay 20, 2025
 

h
ttp

://jitc.b
m

j.co
m

/
D

o
w

n
lo

ad
ed

 fro
m

 
23 A

p
ril 2025. 

10.1136/jitc-2024-011155 o
n

 
J Im

m
u

n
o

th
er C

an
cer: first p

u
b

lish
ed

 as 

http://creativecommons.org/licenses/by-nc/4.0/
http://orcid.org/0000-0002-5826-4493
http://dx.doi.org/10.1038/s41571-020-00445-1
http://dx.doi.org/10.3389/fonc.2022.841552
http://dx.doi.org/10.3390/cancers13081749
http://dx.doi.org/10.1053/j.gastro.2021.10.035
http://dx.doi.org/10.1001/jama.2023.15389
http://dx.doi.org/10.3390/biom13111620
http://dx.doi.org/10.1007/s11739-023-03320-w
http://dx.doi.org/10.1016/j.immuni.2019.06.025
http://dx.doi.org/10.1159/000508328
http://dx.doi.org/10.1016/j.canlet.2023.216582
http://dx.doi.org/10.3389/fimmu.2023.1127743
http://dx.doi.org/10.3389/fimmu.2023.1127743
http://dx.doi.org/10.1073/pnas.94.22.12041
http://dx.doi.org/10.2337/db11-0784
http://dx.doi.org/10.4049/jimmunol.1100259
http://dx.doi.org/10.4049/jimmunol.1600446
http://dx.doi.org/10.1038/s41590-019-0346-9
http://dx.doi.org/10.1038/s41590-019-0346-9
http://dx.doi.org/10.1038/s41598-020-69984-y
http://dx.doi.org/10.1038/nature06306
http://dx.doi.org/10.1158/1535-7163.MCT-23-0242
http://dx.doi.org/10.1089/jir.2021.0147
http://dx.doi.org/10.1089/jir.2021.0147
http://dx.doi.org/10.1038/nm.3554
http://dx.doi.org/10.1038/ni.1952
http://dx.doi.org/10.1016/j.autrev.2018.01.017
http://dx.doi.org/10.1038/nature12979
http://dx.doi.org/10.1002/path.1217
http://dx.doi.org/10.1073/pnas.252648899
http://dx.doi.org/10.1007/s00253-019-10094-9
http://dx.doi.org/10.1007/s00253-019-10094-9
http://dx.doi.org/10.3748/wjg.v26.i48.7593
http://dx.doi.org/10.3748/wjg.v26.i48.7593
http://dx.doi.org/10.1038/s41423-021-00661-4
http://dx.doi.org/10.1038/nri.2016.42
http://dx.doi.org/10.1126/science.aaw7479
http://dx.doi.org/10.1016/j.cell.2021.05.030
http://dx.doi.org/10.1126/science.aah5825
http://dx.doi.org/10.1038/s41575-019-0209-8
http://dx.doi.org/10.3389/fmicb.2024.1360225
http://dx.doi.org/10.1038/s41586-020-2729-3
http://dx.doi.org/10.1007/s11010-020-03740-8
http://dx.doi.org/10.1002/ijc.33725
http://dx.doi.org/10.1186/s12964-024-01552-7
http://dx.doi.org/10.1186/s12964-024-01552-7
http://dx.doi.org/10.7150/thno.92350
http://dx.doi.org/10.1186/s40168-021-01205-8
http://dx.doi.org/10.1016/j.celrep.2015.12.070
http://dx.doi.org/10.1093/ecco-jcc/jjab234
http://dx.doi.org/10.1093/ecco-jcc/jjab234
http://dx.doi.org/10.1038/s42003-020-01219-2
http://dx.doi.org/10.1016/j.immuni.2016.01.013
http://dx.doi.org/10.1158/2326-6066.CIR-18-0443
http://dx.doi.org/10.1038/ncomms5434
http://jitc.bmj.com/


16 Wang J, et al. J Immunother Cancer 2025;13:e011155. doi:10.1136/jitc-2024-011155

Open access�

	48	 Sasaki N, Sachs N, Wiebrands K, et al. Reg4+ deep crypt secretory 
cells function as epithelial niche for Lgr5+ stem cells in colon. Proc 
Natl Acad Sci U S A 2016;113:E5399–407. 

	49	 Grün D, Lyubimova A, Kester L, et al. Single-cell messenger RNA 
sequencing reveals rare intestinal cell types. Nature New Biol 
2015;525:251–5. 

	50	 Darnaud M, Dos Santos A, Gonzalez P, et al. Enteric Delivery of 
Regenerating Family Member 3 alpha Alters the Intestinal Microbiota 
and Controls Inflammation in Mice With Colitis. Gastroenterology 
2018;154:1009–23. 

	51	 Jang KK, Heaney T, London M, et al. Antimicrobial overproduction 
sustains intestinal inflammation by inhibiting Enterococcus 
colonization. Cell Host Microbe 2023;31:1450–68. 

	52	 Liu Z, Arcos M, Martin DR, et al. Myeloid FTH1 Deficiency Protects 
Mice From Colitis and Colitis-associated Colorectal Cancer via 
Reducing DMT1-Imported Iron and STAT3 Activation. Inflamm Bowel 
Dis 2023;29:1285–96. 

	53	 Ho M-R, Lou Y-C, Wei S-Y, et al. Human RegIV protein adopts 
a typical C-type lectin fold but binds mannan with two calcium-
independent sites. J Mol Biol 2010;402:682–95. 

	54	 Vaishnava S, Yamamoto M, Severson KM, et al. The antibacterial 
lectin RegIIIgamma promotes the spatial segregation of microbiota 
and host in the intestine. Science 2011;334:255–8. 

	55	 Wei W, Liu Y, Hou Y, et al. Psychological stress-induced microbial 
metabolite indole-3-acetate disrupts intestinal cell lineage 
commitment. Cell Metab 2024;36:466–83. 

	56	 Wang G, Fan Y, Zhang G, et al. Microbiota-derived indoles alleviate 
intestinal inflammation and modulate microbiome by microbial cross-
feeding. Microbiome 2024;12:59. 

	57	 Hao S, Chen X, Wang F, et al. Breast cancer cell-derived IL-35 
promotes tumor progression via induction of IL-35-producing 
induced regulatory T cells. Carcinogenesis 2018;39:1488–96. 

	58	 Yazdani Z, Rafiei A, Golpour M, et al. IL-35, a double-edged sword in 
cancer. J Cell Biochem 2020;121:2064–76. 

	59	 Wang Y, Mao Y, Zhang J, et al. IL-35 recombinant protein reverses 
inflammatory bowel disease and psoriasis through regulation 
of inflammatory cytokines and immune cells. J Cell Mol Med 
2018;22:1014–25. 

	60	 Zelante T, Iannitti RG, Cunha C, et al. Tryptophan catabolites from 
microbiota engage aryl hydrocarbon receptor and balance mucosal 
reactivity via interleukin-22. Immunity 2013;39:372–85. 

	61	 Wirtz S, Billmeier U, Mchedlidze T, et al. Interleukin-35 mediates 
mucosal immune responses that protect against T-cell-dependent 
colitis. Gastroenterology 2011;141:1875–86. 

	62	 Xie M, Zhu Y, Zhou Y, et al. Interleukin-35 -producing B cells 
rescues inflammatory bowel disease in a mouse model via STAT3 
phosphorylation and intestinal microbiota modification. Cell Death 
Discov 2023;9:67. 

	63	 Li Y, Wang Y, Liu Y, et al. The possible role of the novel cytokines 
il-35 and il-37 in inflammatory bowel disease. Mediators Inflamm 
2014;2014:136329. 

	64	 Zhang J, Mao T, Wang S, et al. Interleukin-35 expression 
is associated with colon cancer progression. Oncotarget 
2017;8:71563–73. 

	65	 Teymouri M, Pirro M, Fallarino F, et al. IL-35, a hallmark of immune-
regulation in cancer progression, chronic infections and inflammatory 
diseases. Int J Cancer 2018;143:2105–15. 

	66	 Huang Y, Huang Y, Xia D, et al. Lactobacillus rhamnosus 
ameliorates acne vulgaris in SD rats via changes in gut microbiota 
and associated tryptophan metabolism. Front Immunol 
2023;14:1293048. 

	67	 Alexeev EE, Lanis JM, Kao DJ, et al. Microbiota-Derived Indole 
Metabolites Promote Human and Murine Intestinal Homeostasis 
through Regulation of Interleukin-10 Receptor. Am J Pathol 
2018;188:1183–94. 

	68	 Russell WR, Duncan SH, Scobbie L, et al. Major phenylpropanoid-
derived metabolites in the human gut can arise from microbial 
fermentation of protein. Mol Nutr Food Res 2013;57:523–35. 

	69	 Roager HM, Licht TR. Microbial tryptophan catabolites in health and 
disease. Nat Commun 2018;9:3294. 

	70	 Hezaveh K, Shinde RS, Klötgen A, et al. Tryptophan-derived 
microbial metabolites activate the aryl hydrocarbon receptor in 
tumor-associated macrophages to suppress anti-tumor immunity. 
Immunity 2022;55:324–40. 

	71	 Riquelme E, Zhang Y, Zhang L, et al. Tumor Microbiome Diversity 
and Composition Influence Pancreatic Cancer Outcomes. Cell 
2019;178:795–806. 

	72	 Jia D, Wang Q, Qi Y, et al. Microbial metabolite enhances 
immunotherapy efficacy by modulating T cell stemness in pan-
cancer. Cell 2024;187:1651–65. 

P
ro

tected
 b

y co
p

yrig
h

t, in
clu

d
in

g
 fo

r u
ses related

 to
 text an

d
 d

ata m
in

in
g

, A
I train

in
g

, an
d

 sim
ilar tech

n
o

lo
g

ies. 
.

E
rasm

u
sh

o
g

esch
o

o
l

at D
ep

artm
en

t G
E

Z
-L

T
A

 
o

n
 M

ay 20, 2025
 

h
ttp

://jitc.b
m

j.co
m

/
D

o
w

n
lo

ad
ed

 fro
m

 
23 A

p
ril 2025. 

10.1136/jitc-2024-011155 o
n

 
J Im

m
u

n
o

th
er C

an
cer: first p

u
b

lish
ed

 as 

http://dx.doi.org/10.1073/pnas.1607327113
http://dx.doi.org/10.1073/pnas.1607327113
http://dx.doi.org/10.1038/nature14966
http://dx.doi.org/10.1053/j.gastro.2017.11.003
http://dx.doi.org/10.1016/j.chom.2023.08.002
http://dx.doi.org/10.1093/ibd/izad009
http://dx.doi.org/10.1093/ibd/izad009
http://dx.doi.org/10.1016/j.jmb.2010.07.061
http://dx.doi.org/10.1126/science.1209791
http://dx.doi.org/10.1016/j.cmet.2023.12.026
http://dx.doi.org/10.1186/s40168-024-01750-y
http://dx.doi.org/10.1093/carcin/bgy136
http://dx.doi.org/10.1002/jcb.29441
http://dx.doi.org/10.1111/jcmm.13428
http://dx.doi.org/10.1016/j.immuni.2013.08.003
http://dx.doi.org/10.1053/j.gastro.2011.07.040
http://dx.doi.org/10.1038/s41420-023-01366-5
http://dx.doi.org/10.1038/s41420-023-01366-5
http://dx.doi.org/10.1155/2014/136329
http://dx.doi.org/10.18632/oncotarget.17751
http://dx.doi.org/10.1002/ijc.31382
http://dx.doi.org/10.3389/fimmu.2023.1293048
http://dx.doi.org/10.1016/j.ajpath.2018.01.011
http://dx.doi.org/10.1002/mnfr.201200594
http://dx.doi.org/10.1038/s41467-018-05470-4
http://dx.doi.org/10.1016/j.immuni.2022.01.006
http://dx.doi.org/10.1016/j.cell.2019.07.008
http://dx.doi.org/10.1016/j.cell.2024.02.022
http://jitc.bmj.com/

	Gut microbiota derived indole-­3-­acetic acid ameliorates precancerous inflammatory intestinal milieu to inhibit tumorigenesis through IL-­35
	Abstract
	Background﻿﻿
	Methods
	Mice
	Mouse models
	Human samples
	Ex vivo stimulation
	Cell isolation and flow cytometry
	Analysis of the gut microbiota
	Liquid chromatography-tandem mass spectrometry
	Statistical analyses

	Results
	﻿HuREG3﻿α﻿﻿﻿﻿IECtg﻿﻿ mice are resistant to AOM-DSS-mediated colitis cancer
	Gut microbiota-derived IAA maintains gut homeostasis
	Gut microbiota-derived IAA promotes the generation of IL-35
	IL-35 suppresses colitis-associated tumorigenesis
	IAA affects IL-35 through PXR in macrophages
	Gut microbiota-derived IAA suppresses colitis-associated tumorigenesis
	Patients with colorectal carcinoma have decreased levels of IAA

	Discussion
	References


