
Figure S1

Figure S1 Pairwise correlation between all (92) classification-

relevant genes across the training dataset.
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Figure S2

Figure S2 Gene expression related to CD8 immunophenotypes. IHC, immunohistochemistry.
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Figure S5

(A)

(B) (C)

Figure S5 Development of a transcriptome-based CD8 immunophenotype classifier. (A) Genes and 

signatures used by distinct transcriptome-based classifiers, trained on (left) all genes, (middle) cell type-

specific signature scores and (right) hallmark pathway scores. A 5-fold cross-validation across the 

training data was used and only features present at least in four iterations are shown. The left section of 

every tile shows expression among the training samples (columns). The middle section shows the 

classifier coefficient in every iteration. Gray color indicates that a feature was not used in that iteration. 

The right section shows relative median expression value among the CD8 immunophenotypes. (B) 

Performance of the classifier depending on the number of features used, assessed using inner cross-

validation. (C) Heatmap showing the relative expression of all (92) classification-relevant genes across 

CD8 immunophenotype classes, tumor indications and excision sites.
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Figure S7

     

                  
                   
                                            

   
    
    
    
    
    
    
   
    
    
    
   
    
    
    
    
  
    
    
    
    
   

 

  
   
    
   
  

    
   
   
   
    
   
    
   
   
   
  
   
   
   
   
   
  

      

  
  
   
   
  
   
  
   
   
   
  
   
  
   
   
  
   
  
  
   
   
  

        

  
   
   
  
  
   
   
   
   
   
  
   
  
   
   
  
   
  
  
   
  
  

     

              

    
    

    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    

      

           
           

           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           

        

      
  

    
    
    
    
    
    
    
    

     
     
    
    
    
    
    
    
    
    
    
    
    
    

      
        

  
      

    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    

                

    
 

  
  

  
 

    
 

    
 

  
 

  
 

    
 

  
 

  
 

  
 

  
 

  
 

    
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

    

    
 

  
  

  
 

    
 

    
 

  
 

  
 

    
 

  
 

  
 

  
 

  
 

  
 

    
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

  
 

    

    

     

  
 

 
  

  
 
 

 
 
 

 
 

  
  

  
 
 

 
 
 
 

  
  

  
 
 

  
  

 
  

 
 
 
 
 

 
  

 
 
 
 
 

  
  

 
 
 
 

 
  

  
 
 

  
 
 

  
  

  
 
 

  
 
 

  
 
 

 
  

 
  

 
  

 
 

  
 
 

  
 
 

 
  

 
  
 
 

  
 
 

   

   

   

   

   

   

   

   

     

  
  

  
   

       
    

   

     

                  
                   
                                            

   
    
    
    
    
    
    
    
    
    
    
    
    
    
  
    
    
    
    

 

  
   
    
   
  

    
   
   
    
   
   
   
   
  
   
   
   
   
   

      

  
   
   
  
  
   
   
   
  
  
   
   
   
  
   
   
   
   
   

        

  
   
   
  
  
   
   
   
   
  
  
   
   
  
   
  
  
   
  

     

              

    
    

    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    

      

           
           

           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           
           

        

      
  

    
    
    
    
    
    
    

     
    
    
    
    
    
    

     
    
    

     
    

      
        

  
      

    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    
    

      
         

(B)

(A)

(C)

Figure S7 Survival association of novel genes contributing to CD8 immunophenotype classification. (A) 

Hazard ratio for mortality in LAMP5-high tumors vs all tumors. (B) Status of LAMP5 and NKD1 expression 

in various TCGA indications. (C) Hazard ratio for mortality in NKD1-high tumors vs all tumors. All study 

names and codes can be found on TCGA The Cancer Genome Atlas’s portal at 
https://gdc.cancer.gov/resources-tcga-users/tcga-code-tables.
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